PS00017 - ATP-GTP-A;PATTERN. ATP/GTP-binding site motif A (P-loop).
[AG] -x (4) -G-K-[ST]

-28 28
dros-mela 426.95 811
caen-eleg 432.35 832
sacc-cere 165.72 474
arab-thal 815.30 1911
aero-pern 42.58 127
arch-fulg 48.04 168
meth-jann 33.25 136
meth-ther 32.43 135
pyro-abys 38.87 178
pyro-hori 42.39 156
halo-nrcl 23.05 135
ther-acid 32.48 111
aqui-aeol 35.25 138
baci-halo 77.31 286
baci-subt 101.41 299
myco-geni 9.51 64
myco-pneu 17.04 76
urea-urea 9.31 76
lact-lact 55.33 194
myco-lepr 28.48 129
myco-tube 70.94 235
borr-burg 19.81 91
trep-pall 19.67 103
ther-mari 39.85 184
dein-radi 56.03 225
chla-muri 21.95 84
chla-pneu 24.38 91
chla-trac 20.96 85
rick-prow 17.37 80
neis-mena 48.40 181
neis-menb 48.33 173
esch-coli 85.00 322
buch-aphi 11.77 52
haem-infl 36.43 165
past-mult 42.94 199
pseu-aeru 87.58 372
xyla-fast 42.14 149
vibr-chol 69.27 242
camp-jeju 34.82 132
heli-2pyl 35.86 127
heli-Jpyl 36.30 129

syne-cyan 56.70 233



