PS00016 - RGD;PATTERN. Cell attachment sequence.

R-G-D
-5 5

dros-mela 1187.45 883
caen-eleg 1124.24 987
sacc-cere 375.28 316
arab-thal 2104.73 1738
aero-pern 163.23 184
arch-fulg 134.95 125
meth-jann 67.31 84
meth-ther 168.11 173
pyro-abys 102.87 105
pyro-hori 92.28 96
halo-nrcl 309.74 292
ther-acid 103.86 68
aqui-aeol 69.83 74
baci-halo 200.05 170
baci-subt 180.22 102
myco-geni 12.43 8
myco-pneu 22.81 13
urea-urea 14.81 18
lact-lact 82.98 49
myco-lepr 180.51 149
myco-tube 557.93 409
borr-burg 28.23 26
trep-pall 81.88 77
ther-mari 110.88 102
dein-radi 327.35 247
chla-muri 44.33 34
chla-pneu 46.59 45
chla-trac 43.40 33
rick-prow 24.79 25
neis-mena 129.41 91
neis-menb 129.13 87
esch-coli 288.99 228
buch-aphi 16.72 18
haem-infl 78.23 69
past-mult 95.17 82
pseu-aeru 634.32 482
xyla-fast 200.56 170
vibr-chol 191.57 153
camp-jeju 44.69 39
heli-2pyl 46.81 45
heli-Jpyl 47.36 47

syne-cyan 192.26 190



