
PS00007 - TYR-PHOSPHO-SITE;PATTERN. Tyrosine kinase phosphorylation site.
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dros-mela 9055.85 8854

caen-eleg 12175.44 11292

sacc-cere 5067.43 4831

arab-thal 16671.08 15803

aero-pern 903.35 984

arch-fulg 1463.15 1601

meth-jann 1524.25 1706

meth-ther 952.60 1017

pyro-abys 1299.61 1392

pyro-hori 1264.03 1411

halo-nrc1 745.98 771

ther-acid 968.88 1069

aqui-aeol 1395.90 1530

baci-halo 1912.11 2046

baci-subt 2089.81 2373

myco-geni 269.32 280

myco-pneu 351.62 328

urea-urea 515.58 561

lact-lact 1103.50 1201

myco-lepr 451.43 531

myco-tube 976.04 1132

borr-burg 875.96 901

trep-pall 455.99 467

ther-mari 1328.31 1411

dein-radi 863.45 982

chla-muri 426.26 391

chla-pneu 504.55 489

chla-trac 405.59 368

rick-prow 480.97 521

neis-mena 793.17 851

neis-menb 775.53 830

esch-coli 1530.37 1702

buch-aphi 320.41 354

haem-infl 735.46 776

past-mult 882.66 948

pseu-aeru 2026.88 2310

xyla-fast 751.00 871

vibr-chol 1363.40 1565

camp-jeju 1005.58 1060

heli-2pyl 922.36 998

heli-Jpyl 916.92 975

syne-cyan 1103.43 1233


